}gl iprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
Q99LGO UBP16_MOUSE |Mus Ubiquitin [25.019509 T809 S$188;5414;5S520;S531 (34418053 MGKKRTKGRSAPDTVASESAEPVCR |None None None [None [None None None None None
musculus |carboxyl- HLRKGLEQGNLKKALVNVEWNICQ
terminal DCKTDNKVKDKPEEEAEDPSVWLCL
hydrolase KCGHQGCGRDSQEQHALKHYTTPR
16 SEPHYLVLSLDNWSVWCYKCDEEV

KYCSSNRLGQVVDYVRKQAGVRTSK
PAEKNNGHIELENKKLEKESKNEQE
REKSENLAKETIPMDSASQITVKGLS
NLGNTCFFNAVMQNLSQTPVLREL
LKEVKMSGTIVKIEPPDLALTEPLEV
NLEPPGPLTLAMSQFLSEMQENKK
RVVTPKELFSQVCKKATRFKGYQQQ
DSQELLRYLLDGMRAEEHQRVSKGI
LKAFGNSTEKLDEEVKNKVKDYEKK
KAIPSFVDRIFGGELTSTIMCDECRT
VSLVHESFLDLSLPVLDDQSGKKSIN
DKNVKMTMEEEDKDSEEEKDDSYM
KSRSDLPSGTSKHLQKKAKKQAKKQ
AKNQRRQQKIQERFLHFNELCATDY
TEDNEREADTALAGEVEVDTDSTHG
SQEEATQIELSVNQKDLDGQESMIE
RTPDVQESPEDLGVKSANTESDLGIV
TPAPECPRDFNGAFLEERTSGELDII
NGLKNLNLNAAVDPDEINIEIPNDS
HSAPKVYEVMNEDPETAFCTLANRE
AFSTDECSIQHCLYQFTRNEKLQDA
NKLLCEVCSRRQCNGPKANIKGDRR
HVYTNAKKQMLVSLAPPVLTLHLKR
FQQAGFNLRKVNKHIKFPEILDLAPF
CTLKCKNVAEESTRVLYSLYGVVEH
SGTMRSGHYTAYAKERTASCHLSNL
VLHGDIPQDCEMESTKGQWFHISDT
HVQAVPITKVLNSQAYLLFYERIL




