}Jl;l iprotKB Entry name organism f::llrlne oglcnacscore |oglcnac sites iphosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ::t'
Q99LI5 ZN281_MOUSE [Mus Zinc  [47.724991 'T60;S106;T682;S691;S693;T886;T8 [|S392;5481;5648;5782;S805;T886(21606357;40885482;36852467;401 |MKIGSGFLSGGGGPSSSGGSGSGGS (True False 0.921 4.762 [1.182 0.5
musculus |finger 88;5889 28797;28528544;34678516;409971 |SGSASGGSGGGRRAEMEPTFPQSM
protein 31 IVMFNHRLPPVTSFTRPAGTAAPPPQ
281 CVLSSSTSAAPAAEPPPPPAPDMTFK

KEPAASAAAFPSQRTSWGFLQSLVSI
KQEKPADPEEQPSHHHHHHHHYG
GLFAGAEERSPGLGGGEGGSHGVIQ
DLSLLHQHAQQQPAQHHRDVLLSS
GSRTDEHGNQEPKQDANVKKAKRP
KPESQGIKAKRKPSASSKPLVGEGEG
AVLSPSQKPHICDHCSAAFRSSYHL
RRHVLIHTGERPFQCSQCSMGFIQK
YLLQRHEKIHSREKPFGCDQCSMKF
IQKYHMERHKRTHSGEKPYKCDTC
QQYFSRTDRLLKHRRTCGEAIAKGA
IASAEPGSSNHNSMGNLAVLSQGNT
SSSRRKSKSKSIAIENKEHKTGKTNE
SQMSNNINMQSYSVEMPTVSTSGSI
IGTGIDELQKRVPKLIFKKGSRKNAD
KSYLNFVSPLPDVVGQKSLSGKPGG
SLGIVSNNSVETISLLQSTSGKQGPIS
SNYDDAMQFSKKRRYLPTASSNSAF
SINVGHMVSQQSVIQSAGVSVLDNE
APLSLIDSSALNAEIKSCHDKSGIPD
EVLQSILDQYSGKSETQKEDPFNLTE
PRVDLHTSGEHSELVQEENLSPGTQ
TPSNDKTSMLQEYSKYLQQAFEKST
NAGFTLGHGFQFVSLSSPLHNHTLF
PEKQIYTTSPLECGFGQSVTSVLPSS
LPKPPFGMLFGSQPGLYLSALDATH
QQLTPSQELDDLIDSQKNLETSSAF
QSSSQKLTSQKEQQKNLESSTSFQIP
SQELASQIDPQKDIEPRTTYQIENFA
QAFGSQFKSGSRVPMTFITNSNGEV
DHRVRTSVSDFSGYTNMMSDVSEP
CSTRVKTPTSQSYR




