UniprotKB Entry name organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extx:ace

ID sites sites reticulum |apparatus membrane region

Q99LR1 IABD12_MOUSE [Mus Lysophosphatidylserine |26.066638 NaN NaN 28135057;28528544 MRKRTEPVTLEHERCAASGSSSSGS ([False True 1.763 |1.387 [3.56 5.0 0.545 5.0 1.527
musculus [lipase ABHD12

IAAAALDADCSLKQNLRLAGKGTAEP
HSASDAGMKRALGRRKSLWFRLRKI
LLCVLGFYIAIPFLVKLCPGIQAKLIFL
NFVRVPYFIDLKKPQDQGLNHTCNY
YLQPEDDVTIGVWHTIPSVWWKNAQ
GKDQMWYEDALASNHAIILYLHGNA
GTRGGDHRVELYKVLSSLGYHVVTF
DYRGWGDSVGTPSERGMTYDALHV
FDWIKARSGDNPVYIWGHSLGTGVA
TNLVRRLCERETPPDALILESPFTNI
REEAKSHPFSVIYRYFPGFDWFFLDP
ITSSGIKFANDENMKHISCPLLILHA
EDDPVVPFHLGRKLYNIAAPSRSFRD
FKVQFIPFHSDLGYRHKYIYKSPELP
RILREFLGKSEPERQH




