}Jl;l iprotKB Entry name |organism [full name oglcnacscore o_glcnac phosphorylation sites PMIDS |[sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc:!oplasmlc golgi plasma extx:ace]
sites reticulum apparatus membrane [region
Q99MD9  |[NASP_MOUSE Mus Nuclear 24.992371 T659;S664 [T123;S127;T169;5175;S188;S242;S (36852467 MATESTAAAAIAAELVSADKIEDAPA |None None None [None |None None None None None
musculus |autoantigenic 304;S319;T377;S384;S395;S396;T4 PSTSADKMESLDVDSEAKKLLGLGQ
sperm 50;T463;5466;5483;5489;5648;T66 KHLVMGDIPAAVNAFQEAASLLGKK
protein 9;S691;S692;S712;S731;S737;S742 YGETANECGEAFFFYGKSLLELARM
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ESLVENNDNVDEEAREELREQVYDA
MGEKEAKKAEGKSLTKPETDKEQES
EVEKGGREDMDISEPEEKLQETVEP
TSKQLTESSEEAKEAAIPGLNEDEVA
SGKTEQESLCTEKGKSISGAYVQNK
EFRETVEEGEEIISLEKKPKETSEDQ
PIRAAEKQGTLMKVVEIEAEIDPQVK
SADVGGEEPKDQVATSESELGKAVL
MELSGQDVEASPVVAAEAGAEVSEK
PGQEITVIPNNGPVVGQSTVGDQTPS
EPQTSAERLTETKDGSSVEEVKAELV
PEQEEAMLPVEESEAAGDGVETKVA
QKATEKAPEDKFKIAANEETPERDE
QMKEGEETEGSEEEDRENDKAEET
PNESVLEKKSLQENEEEEIGNLELA
WDMLDLAKIIFKRQETKEAQLYAAQ
IAHLKLGEVSVESENYIQAVEEFQAC
LSLQEQYLEAHDRLLAETHYQLGLA
YGYNSQYDEAVAQFGKSIDVIEKRM
IAVLHEQMKEAEGSFTEYEKEIEELK
ELLPEIREKIEDAKESQRSGNVAELA
LKATLVESSTSGFTPSGAGASVSMIA
SRKPTDGASSSNCVTDISHLVRKKR
KPEEESPRKDDAKKAKQEPEVNGGS
GDAVSSGKEVSENMEAEAENQAES
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