UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular jextracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma exl:l:acellular

ID name sites sites reticulum |apparatus membrane |region

Q99ME3  |[SNCAP MOUSE |[Mus Synphilin-|29.561793 T64;S71 [NaN 40021952 MEAPEYLDLDEIDFSDDISYSVTSLK |False False 1.453 |[3.266 |False False False False False
musculus |1 TIPALCRRCDSQNEDRSVSSSGWNC

GVSTLITNPQKPTGIADVYSKFRPVK
RVSPLKHQPETLENNENEDQKNNT
VEYQKGGETDQGPQPEELSPEDGVG
GLPGKGSEPSQALGELEHYDLDMDE
ILDVPYIKSSQQLAPLTKVTSEKRILG
LCTTINGLSAKTCPIASTENSTPNMT
PFCVLSPVKSPHLRKAPTALRDQHK
LSTEDSESSPALGKCGPAYESENHS
KDFLNKVFSDPHSRKIEKSGPDCKL
RSFHLQSSAAGAKTEEPINGMNWT
NTQGTEERTEYLKKVRSILNIVNEGQ
ISLLPHLAADNLDKIHDENGNNLLH
TAASKGHAECLQHLTSLMGEDCLNE
RNTEQLTPAGLAIKNGQLECVRWM
VSETEAIAELSCSKDFPSLIHYAGCY
GQEKILLWLLQFMQEQGISLDEVDR
EGNSAVHVASQHGYLGCIQTLVEYG
ANVTMQNHAGEKPSQSAERHGHTL
CSRYLVVVETCMSLASQVVKLTKQL
KEQTVERVTLQSQLQQLLEAQKSEG
KSLPSSPSSPSSPASTKSQWKALDTD
EESTGKSKVGAQEGIQVLGSLSVSSR
ARTKGKDEDSDKILRQLLGKEISENV
CTQEKLSLEFQDAQASSRNSKKIPLE
KRELKLARLRQLMQRSLSESDTDSN
NSEDPKNTPVKRADRPRPQPIVESV
ENVDSAESLHLMIKKHSLASGRRFP
FGMKASKSLDGHSPSPTSESSEPDL
DSHGPGLGMTPPTQPSTEATQSSPD
STAAQKVATSPKSALKSPSSKRRTSQ
NSKLRVIFEEPVVQMEQTGLELNGE
KDKDKGRAPQRTSESGEQMKRPFG
TFRSIMESLSGNQNNNNNYQPASQ
LKTCTLPLTSLGRKTADAKGNPVSPA
SKGKNKAAMYSSCIHLPSNALVEEH
LRDYARHNDIKRNATKTYHMKHTA
EPEPRE




