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UniprotKB Entry name organism full oglcnacscore o'glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol [nucleus mitochndrion env'loplasmlc golgi - extl:acellular
ID name sites reticulum apparatus membrane region
Q99ME9  |GTPB4 MOUSE [Mus GTP- |25.685855 NaN S122;5468;5470;S472;S558|39627609  MAHYNFKKITVVPSAKDFIDLTLSKT |True False 3.562 |4.424 |2.021 0.707 False 0.644 0.827
musculus |binding QRKTPTVIHKHYQIHRIRHFYMRKV
protein KFTQQNYHDRLSQILSDFPKLDDIHP
4

FYADLMNILYDKDHYKLALGQINIAK
NLVDNVAKDYVRLMKYGDSLYRCK
QLKRAALGRMCTIIKRQRQSLEYLEQ
VRQHLSRLPTIDPNTRTLLLCGYPNV
GKSSFINKVTRADVDVQPYAFTTKSL
FVGHMDYKYLRWQVVDTPGILDHPL
EDRNTIEMQAITALAHLRAAVLYVM
DLSEQCGHGLKEQLELFQNIRPLFI
NKPLIVVANKCDVKRIAELSEEDQKI
FLDLQAEGFPVIETSTLTEEGVIQVK
TEACDRLLAHRVETKMKGNKVNEV
LNRLHLAVPNKRDDKERPPFIPEGVI
ARRKRMEIEEPKKKRERDLELEMGD
DYILDLQKYWDLMNSSEKYDKIPEI
WEGHNVADYIDPAIMKKLEELEKEE
ELRTAAGEYDSDSESEDEEMMEIRQ
LAKQIREKKKLKILQSKEKNKQGPR
MPRTAKKVQRADLENEMRSLGVDM
DDKNNAHYAVQARRSRSVTRKRKR
EESVPPSSTARSRSCSRTPRDVSGLR
DVKMVKKAKTMMKKAQKKMNRLG
KKGEADRHVFDMKPKHLLSGKRKA
GKKDRR




