endoplasmic (golgi plasma extracellular

UniprotKB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol [nucleus jmitochndrion . .
ID sites sites reticulum apparatus membrane [region
Q99MN9 |PCCB_MOUSE |Mus Propionyl- 25.335405 NaN S73 37453647;36288343 MAAAIRIRAVAAGARLSVLNCGLGIT [None None None [None None None None None None

TRGLCSQPVSVKERIDNKRHAALLG

musculus [CoA
carboxylase GGQRRIDAQHKRGKLTARERISLLLD
lbeta chain, PGSFMESDMFVEHRCADFGMAADK

NKFPGDSVVTGRGRINGRLVYVFSQ
DFTVFGGSLSGAHAQKICKIMDQAIT
IVGAPVIGLNDSGGARIQEGVESLAGY
IADIFLRNVTASGVIPQISLIMGPCAG
GAVYSPALTDFTFMVKDTSYLFITGP
EVVKSVINEDVTQEQLGGAKTHTTV
SGVAHRAFDNDVDALCNLREFFNF
LPLSSQDPAPIRECHDPSDRLVPELD
TVVPLESSKAYNMLDIIHAVIDEREF
FEIMPSYAKNIVVGFARMNGRTVGI
IVGNQPNVASGCLDINSSVKGARFVR
FCDAFNIPLITFVDVPGFLPGTAQEY
GGIIRHGAKLLYAFAEATVPKITVITR
KAYGGAYDVMSSKHLLGDTNYAWP
TAEIAVMGAKGAVEIIFKGHQDVEAA
QAEYVEKFANPFPAAVRGFVDDIIQP
SSTRARICCDLEVLASKKVHRPWRK
HANIPL

mitochondrial




