endoplasmic |golgi plasma extracellular

UniprotkB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion . .

ID name sites sites reticulum apparatus  membrane region

Q99MQ4 IASPN_MOUSE Mus |Asporin [27.83319 NaN NaN 39927985;37507081 MKEYVMLLLLAVCSAKPFFSPSHTA |False False False |False False 0.562 False False 3.825
musculus LKNMMLKDMEDTDDDDNDDDDNS

LFPTKEPVNPFFPFDLFPTCPFGCQC
'YSRVVHCSDLGLTSVPNNIPFDTRM
VDLQNNKIKEIKENDFKGLTSLYALI
LNNNKLTKIHPKTFLTTKKLRRLYLS
HNQLSEIPLNLPKSLAELRIHDNKVK
KIQKDTFKGMNALHVLEMSANPLE
NNGIEPGAFEGVTVFHIRIAEAKLTSI
PKGLPPTLLELHLDFNKISTVELEDL
KRYRELQRLGLGNNRITDIENGTFA
NIPRVREIHLEHNKLKKIPSGLQELK
YLQIIFLHYNSIAKVGVNDFCPTVPK
MKKSLYSAISLFNNPMKYWEIQPAT
FRCVLGRMSVQLGNVGK




