}Jl;l iprotKB Entry name |organism full loglcnacscore oglcnac phosp ylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi em."
name sites reticulum |apparatus membrane regic
Q99MR6  |SRRT _MOUSE Mus Serrate (37.816643 NaN S4;T8;567;S74;5136;5492;S539;T54 |22645316;39627609 MGDSDDEYDRRRRDKFRRERSDYD (True False 2.339 [5.0 1.821 0.829 False 1.131 1.22
musculus |[RNA 3;S569;T670;S678 RSRERDERRRGDDWNDREWDRGR
effector ERRSRGEYRDYDRNRRERFSPPRHE
molecule LSPPQKRMRRDWDEHSSDPYHSGY
homolog DMPYAGGGGGPTYGPPQPWGHPDV

HIMQHHVLPIQARLGSIAEIDLGVPP
PIMKSFKEFLLSLDDSVDETEAVKRY
NDYKLDFRRQQMQDFFLAHKDEEW
FRSKYHPDEVGKRRQEARGALQNRL
KVFLSLMESGWFDNLLLDIDKADAI
IVKMLDAAVIKMEGGTENDLRILEQE
EEEEQAGKTGEASKKEEARAGPALG
EGERKANDKDEKKEDGKQAENDSS
NDDKTKKSEGDGDKEEKKEEAEKE
IAKKSKKRNRKQSGDDSFDEGSVSES
ESESEGGQAEEEKEEAEEALKEKEK
PKEEEKEKPKDAAGLECKPRPLHKT
CSLFMRNIAPNISRAEIISLCKRYPGF
MRVALSEPQPERRFFRRGWVTFDRS
IVNIKEICWNLQNIRLRECELSPGVN
RDLTRRVRNINGITQHKQIVRNDIKL
IAAKLIHTLDDRTQLWASEPGTPPVPT
SLPSQNPILKNITDYLIEEVSAEEEEL
LGSSGGPPPEEPPKEGNPAEINVER
DEKLIKVLDKLLLYLRIVHSLDYYNT
CEYPNEDEMPNRCGITHVRGPMPPN
RISHGEVLEWQKTFEEKLTPLLSVRE
SLSEEEAQKMGRKDPEQEVEKFVTS
NTQELGKDKWLCPLSGKKFKGPEFV
RKHIFNKHAEKIEEVKKEVAFFNNF
LTDAKRPALPEIKPAQPPGPAQILPPG
LTPGLPYPHQTPQGLMPYGQPRPPIL
GYGAGAVRPAVPTGGPPYPHAPYGA
GRGNYDAFRGQGGYPGKPRNRMVR
GDPRAIVEYRDLDAPDDVDFF




