UniprotKB Entry name |organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma

ID sites sites reticulum apparatus membrane

Q99MR8 |[MCCA_MOUSE Mus Methylcrotonoyl- [28.316822 NaN NaN 37453647;39927985;37507081;362 |MAAAALLAAVDRNQLRRVPILLLQP [True False 1.172 |0.938  [4.309 False False False
musculus |CoA carboxylase 88343 REWAWKLRTMKYGTTPGGSITKVLI

subunit alpha,
mitochondrial

ANRGEIACRVIRTAKKMGVQSVAVY
SEADRNSMHVDMADEAYSIGPAPS
QQSYLAMEKIIQVAKSSAAQAIHPGY
GFLSENMEFAELCKQEGIIFIGPPSS
AIRDMGIKSTSKSIMAAAGVPVVEGY
HGKDQSDQCLREHAGKIGYPVMIKA
VRGGGGKGMRIVRSEREFQEQLESA
RREAKKSFNDDAMLIEKFVDTPRHV
EVQVFGDHHGNAVYLFERDCSVQR
RHQKIIEEAPAPGINPEVRRKLGEAA
VRAAKAVKYVGAGTVEFIMDSRHNF
YFEMEMNTRLQVEHPVTEMITGTDL
VEWQLRIAAGEKIPLSQEEIPLQGHA
FEARIYAEDPDNNFMPGAGPLVHLS
TPSADMSTRIETGVRQGDEVSVHYD
PMIAKLVVWASDRQSALSKLRYCLH
QYNIVGLRSNVDFLLRLSGHPEFEA
GNVHTDFIPQHHKDLLPSHSTIAKE
SVCQAALGLILKEKEMTSAFKLHTQ
DQFSPFSFSSGRRLNISYTRNMTLR
SGKSDIVIAVTYNRDGSYDMQIDNKS
FRVLGDLSSEDGCTYLKSSINGVARK
SKFILLDNTVHLFSMEGSIEVGIPVP
KYLSPVSAEGAQGGTIAPMTGTIEKV
FVKAGDRVKAGDSLMVMIAMKMEH
TIKAPKDGRIKKVFFSEGAQANRHAP
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