}Jl;l iprotKB Entry name organism full name oglcnacscore oglcnac sites  |[phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ::gzsll:fnml
Q99MZ3  |MLXPL_MOUSE [Mus Carbohydrate- |57.246196 T517;S614;S839(S20;523;S25;T27;5196;5566;S614;S (31227231;28450420;28661453;257 [MARALADLSVNLQVPRVVPSPDSDS [True False 4.483 |5.0 2.542 2.264
musculus [responsive 626;5643 24563;21471514;23056614;409971 |DTDLEDPSPRRSAGGLHRSQVIHSG
element- 31 HFMVSSPHSDSLTRRRDQEGPVGLA
binding DFGPRSIDPTLTHLFECLSLAYSGKL
protein IVSPKWKNFKGLKLLCRDKIRLNNAI

WRAWYIQYVQRRKSPVCGFVTPLQG
SEADEHRKPEAVILEGNYWKRRIEV
'VMREYHKWRIYYKKRLRKSSREGDF
LAPKQVEGGWPPPERWCEQLFSSVV
PVLLGGSEEEPGGRQLLDLDCFLSDI
SDTLFTMTQPSPSSLQLPPEDAYVG
NADMIQPDLTPLQPSLDDFMEISDF
FTNYRPPQTPTSSNYIESPSFGPMAD
SLFSSGILAPEMPSPASSSSSSGMTP
HSGNTRLQARNSCSGPLDPNPFLSS
EFLLPEDPKTKIPPAPGPTPLLPFPTP
VKVHGLEPCTPSPFPTMAPPPSLLPE
ESLLSARFPFTSAPPAPGVSTLPAPTT
FVPTPQPGPGPVPFSVDHLPHGYLE
PVFGPHFTVPQGMQPRCKPSSPSPG
GQKASPPTLASATASPTATATARDN
NPCLTQLLRAAKPEQALEPPTMPGT
LLRPPESPQDTVSEIPRARAFFPPIPA
PTPPRPPPGPATLAPPRSLVVPKAER
LSPPASSGSERRLSGDLNSIQPSGAL
SVHLSPPQTVLSRGRVDNNKMENR
RITHISAEQKRRFNIKLGFDTLHGLV
STLSAQPSLKVSKATTLQKTAEYILM
LQQERAAMQEEAQQLRDEIEELNAA
INLCQQQLPATGVPITHQRFDQMRD
MFDDYVRTRTLHNWKFWVFSILIRP
LFESFNGMVSTASLHSLRQTSLAWL
EQYCSLPALRPTVLNSLRQLSTSTSI
LTDPSLVPEQATRAVTEGTLGRPL




