UniprotKB

Entry name organism [full name oglcnacscore oglcnac . vlation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QI99NB1 IACS2L_MOUSE [Mus |Acetyl- 24.088486 NaN NaN 37507081;36288343  MAARSLGSGVGRLLRGLQGRSGQS |True False 2.681 |2.579 |5.0 1.774 1.121 1.823 1.94
musculus |coenzyme A

synthetase 2-
like,
mitochondrial

GWSLSVSRSTATRLPGCVPAAAQPG
SYPALSAQAAQEPAAFWGPLARDTL
IVWDTPYHTVWDCDFRTGKIGWFLG
GQLNVSVNCLDQHVQKSPETIALIW
ERDEPGTEVRITYRELLETTCRLANT
LKRHGVHRGDRVAIYMPVSPLAVAA
MLACARIGAIHTVVFAGFSAESLAGR
INDAKCKAVITFNQGLRGGRVVELK
KIVDEAVKSCPTVQHVLVAHRTDTK
IVPMGSLDIPLEQEMAKEAPVCTPES
MSSEDMLFMLYTSGSTGTPKGLVH
TQAGYLLYAAMTHKLVFDYQPGDVF
GCVADIGWITGHSYVVYGPLCNGAT
TVLFESTPVYPDAGRYWETVQRLKIN
QFYGAPTAVRLLLKYGDAWVKKYDR
SSLRTLGSVGEPINHEAWEWLHKVV
GDGRCTLVDTWWQTETGGICIAPRP
SEDGAEILPGMAMRPFFGIVPVLMD
EKGNVLEGGDVSGALCISQAWPGM
IARTIYGDHQRFVDAYFRAYPGYYFTG
DGAHRTEGGYYQITGRMDDVINISG
HRLGTAEIEDAMADHPAVPETAVIG
YPHDIKGEAAFAFIVLKDNISDENMV
IVNELKLSVATKIAKYAVPDQILVVKR
LPKTRSGKVMRRLLRKIITSRGQDLG
DTTTLEDPSVITEILSAFQKYEEQRAA
TN




