UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q99P47 CNTP4 MOUSE |Mus Contactin- [24.474581 NaN NaN 33300544 [ MNMGSVAGAVLKMLLLLSTQNWN |None None None |[None None None None None None
musculus [associated RVEAGNSYDCDEPLVSALPQASFSS
protein- SSELSSSHGPGFARLNRRDGAGGW
like 4 SPLVSNKYQWLQIDLGERMEVTSVA

TQGGYGSSNWVTSYLLMFSDSGRN
WKQYRQEDSIWGFSGNANADSVVY
'YRLQPSIKARFLRFIPLEWNPKGRIG
MRIEVFGCAYRSVVIDLDGKSSLLYR
FDQNSLSPIRDIISLKFKTMESDGILL
HRAGPAGDHITLELRRGKLFLLINSG
DARLTSSSTLINLTLGSLLDDQHWH
SVLIQRLGKQVNFTVDEHRRHFHAQ
GEFNYLDLDYEISFGGISAPAKSVSL
PYKHFHGCLENLFYNGVDVIGLVKE
HSPQIITMGNASFSCSQPQSMPLTF
LSPRSYLVLPASTKEEAISASFQFRT
'WNKAGLLLFSELQLVSGSLLLLLSD
GKLKLTLYQPGKSPSDITAGAGLGDG
QWHSVSLSAKRNHLSVVVDGHISPA
SPWLGPEQVNSGGVFYFGGCPDKG
FGSKCKSPLGGFQGCMRLISINNKM
IVDLIAVQQGALGNFSDLQIDSCGISD
RCLPNSCEHGGECSQSWSTFHCNC
TNTGYTGATCHSSVYEQSCEAYKHQ
GNASGFYYIDSDGSGPLQPFLLYCN
MTETAWTVMQHNGSDLMRVRNTH
SENAHTGVFEYTASMEQLQAAINRA
EHCQQELVYYCKKSRLVNQQDGSPR
SWWVGRTNETQTYWGGSLPVHQKC
TCGLEGNCIDAQYHCNCDADLNEW
TNDTGFLSYKEHLPVTKIVITDTGRP
HSEAAYKLGPLLCRGDRPFWNAASF
NTEASYLHFPTFHGELSADVSFFFK
TTALSGVFLENLGITDFIRIELRSPTT
IVTFSFDVGNGPFELSVHSPTHFNDN
QWHHVRVERNMKEASLRVDELPPK
IQAAPTDGHVLLQLNSQLFVGGTAT
RQRGFLGCIRSLQLNGMALDLEERA
TVTPGVQPGCRGHCGSYGKLCRHG
GKCREKPSGFFCDCSSSAYAGPFCS
KEISAYFGSGSSVIYNFQENYSLSKN
SSFHAASFHGDMKLSREMIKFSFRT
TRAPSLLLHMSSFYKEYLSIIIAKNGS
LQIRYKLNKYHEPDVISFDLKSMAD
GQLHHIKINREEGMVFVEIDENTRR
QTYLSSGTEFSAVKSLVLGRMLEYS
DVDQETALAAAHGFTGCLSAVQFSH
IAPLKAALQPGPPAPVTVTGHVTESS
CVAPSGTDATSRERTHSFADHSGTM
DDREPLTHAIKSDSAVIGGLIAVVIFI
LLCVSAIAVRIYQQKRLYKRNEAKRS
ENVDSAEAVLKSELHIQNAVGENQK
EYFF




