UniprotKB . full oglcnac . .
ID Entry name |organism hame oglcnacscore sites phosphorylation sites PMIDS sequence
Q99P72-5 |RTN4 MOUSE [Mus Isoform B |32.530015 NaN S7;S16;S105;S145;S165;S167;S329; [24788674;34678516;36288343;226 [MEDIDQSSLVSSSADSPPRPPPAFKY
musculus |of S344;T348;S426;T430;S489;S690;S (45316;22517741;34418053;285285 |QFVIEPEDEEDEEDEEEEEDDEDLE
Reticulon- 727;S768;S832;T834;S857;S961 44 ELEVLERKPAAGLSAAPVPPAAAPLL
4 DFSSDSVPPAPRGPLPAAPPTAPERQ

PSWERSPAASAPSLPPAAAVLPSKLP
EDDEPPARPPAPAGASPLAEPAAPPS
TPAAPKRRGSGSVVVDLLYWRDIKK
TGVVFGASLFLLLSLTVFSIVSVTAYI
ALALLSVTISFRIYKGVIQAIQKSDEG
HPFRAYLESEVAISEELVQKYSNSAL
GHVNSTIKELRRLFLVDDLVDSLKFA
VLMWVFTYVGALFNGLTLLILALISL
FSIPVIYERHQAQIDHYLGLANKSVK
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