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Q99PT1 GDIR1_MOUSE Mus Rho GDP- (28.316822 NaN S34;S47 37453647;39927985;37507081;362 [MAEQEPTAEQLAQIAAENEEDEHSV [True True 2.25 5.0 False False False 5.0 Fals
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EYEFLTPMEEAPKGMLARGSYNIKS
REFTDDDKTDHLSWEWNLTIKKEWK
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