
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9BQS8 FYCO1_HUMAN Homo
sapiens

FYVE	and
coiled-coil
domain-
containing
protein	1

22.820837 NaN S196;S342;T381;S878 23301498;37217939 MASTNAESQLQRIIRDLQDAVTELSK
EFQEAGEPITDDSTSLHKFSYKLEYL
LQFDQKEKATLLGNKKDYWDYFCA
CLAKVKGANDGIRFVKSISELRTSLG
KGRAFIRYSLVHQRLADTLQQCFMN
TKVTSDWYYARSPFLQPKLSSDIVGQ
LYELTEVQFDLASRGFDLDAAWPTF
ARRTLTTGSSAYLWKPPSRSSSMSS
LVSSYLQTQEMVSNFDLNSPLNNEA
LEGFDEMRLELDQLEVREKQLRER
MQQLDRENQELRAAVSQQGEQLQT
ERERGRTAAEDNVRLTCLVAELQKQ
WEVTQATQNTVKELQTCLQGLELGA
AEKEEDYHTALRRLESMLQPLAQEL
EATRDSLDKKNQHLASFPGWLAMA
QQKADTASDTKGRQEPIPSDAAQEM
QELGEKLQALERERTKVEEVNRQQS
AQLEQLVKELQLKEDARASLERLVK
EMAPLQEELSGKGQEADQLWRRLQ
ELLAHTSSWEEELAELRREKKQQQE
EKELLEQEVRSLTRQLQFLETQLAQ
VSQHVSDLEEQKKQLIQDKDHLSQQ
VGMLERLAGPPGPELPVAGEKNEAL
VPVNSSLQEAWGKPEEEQRGLQEA
QLDDTKVQEGSQEEELRQANRELEK
ELQNVVGRNQLLEGKLQALQADYQ
ALQQRESAIQGSLASLEAEQASIRHL
GDQMEASLLAVRKAKEAMKAQMAE
KEAILQSKEGECQQLREEVEQCQQL
AEARHRELRALESQCQQQTQLIEVL
TAEKGQQGVGPPTDNEARELAAQLA
LSQAQLEVHQGEVQRLQAQVVDLQ
AKMRAALDDQDKVQSQLSMAEAVL
REHKTLVQQLKEQNEALNRAHVQE
LLQCSEREGALQEERADEAQQREEE
LRALQEELSQAKCSSEEAQLEHAEL
QEQLHRANTDTAELGIQVCALTVEK
ERVEEALACAVQELQDAKEAASRER
EGLERQVAGLQQEKESLQEKLKAAK
AAAGSLPGLQAQLAQAEQRAQSLQE
AAHQELNTLKFQLSAEIMDYQSRLK
NAGEECKSLRGQLEEQGRQLQAAE
EAVEKLKATQADMGEKLSCTSNHLA
ECQAAMLRKDKEGAALREDLERTQ
KELEKATTKIQEYYNKLCQEVTNRE
RNDQKMLADLDDLNRTKKYLEERLI
ELLRDKDALWQKSDALEFQQKLSAE
ERWLGDTEANHCLDCKREFSWMV
RRHHCRICGRIFCYYCCNNYVLSKH
GGKKERCCRACFQKLSEGPGSPDSS
GSGTSQGEPSPALSPASPGPQATGG
QGANTDYRPPDDAVFDIITDEELCQI
QESGSSLPETPTETDSLDPNAAEQD
TTSTSLTPEDTEDMPVGQDSEICLLK
SGELMIKVPLTVDEIASFGEGSRELF
VRSSTYSLIPITVAEAGLTISWVFSSD
PKSISFSVVFQEAEDTPLDQCKVLIP
TTRCNSHKENIQGQLKVRTPGIYMLI
FDNTFSRFVSKKVFYHLTVDRPVIYD
GSDFL

False False 3.609 2.591 1.736 1.864 4.349 1.752 1.373


