}Jl;l iprotKB Entry name organism full name oglcnacscore oglcnac iphosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golg
sites reticulum |app:
Q9BSQ5 CCM2_HUMAN [Homo Cerebral 32.85395 S173;S393(S15;5S164;5S384;S393;T394;5396;T3 [23301498;40596516;40914422;351 [MEEEGKKGKKPGIVSPFKRVFLKGE [True False 3.439 |4.082 [4.525 0.807 1.03
sapiens |cavernous 99 32862;29351928 KSRDKKAHEKVTERRPLHTVVLSLP
malformations ERVEPDRLLSDYIEKEVKYLGQLTSIP
2 protein GYLNPSSRTEILHFIDNAKRAHQLPG

HLTQEHDAVLSLSAYNVKLAWRDG
EDIILRVPIHDIAAVSYVRDDAAHLVV
LKTAQDPGISPSQSLCAESSRGLSAG
SLSESAVGPVEACCLVILAAESKVAA
EELCCLLGQVFQVVYTESTIDFLDRA
IFDGASTPTHHLSLHSDDSSTKVDIK
ETYEVEASTFCFPESVDVGGASPHS
KTISESELSASATELLQDYMLTLRTK
LSSQEIQQFAALLHEYRNGASIHEFC
INLRQLYGDSRKFLLLGLRPFIPEKD
SQHFENFLETIGVKDGRGIITDSFGR
HRRALSTTSSSTTNGNRATGSSDDR
SAPSEGDEWDRMISDISSDIEALGCS
MDQDSA




