}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane reg
Q9BT78 CSN4_HUMAN [Homo COP9 20.296283 NaN NaN 40914422;34019948;28510447;386 [MAAAVRQDLAQLMNSSGSHKDLAG (True False 4.455 |5.0 0.991 0.96 0.809 1.101 0.8¢
sapiens  [signalosome 65916 KYRQILEKAIQLSGAEQLEALKAFVE
complex AMVNENVSLVISRQLLTDFCTHLPN
subunit 4 LPDSTAKEIYHFTLEKIQPRVISFEEQ

'VASIRQHLASIYEKEEDWRNAAQVL
VGIPLETGQKQYNVDYKLETYLKIAR
LYLEDDDPVQAEAYINRASLLQNEST
NEQLQIHYKVCYARVLDYRRKFIEAA
QRYNELSYKTIVHESERLEALKHAL
HCTILASAGQQRSRMLATLFKDERC
QQLAAYGILEKMYLDRIIRGNQLQEF
AAMLMPHQKATTADGSSILDRAVIE
HNLLSASKLYNNITFEELGALLEIPA
AKAEKIASQMITEGRMNGFIDQIDGI
VHFETREALPTWDKQIQSLCFQVNN
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