UniprotKB Entry name |organism (full name oglcnacscore oplcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QIBTV6 DPH7_HUMAN [Homo Diphthine 26.094059 NaN S353 30444036 MMGCFALQTVDTELTADSVEWCPL |False False 1.574 [1.186 [0.63 1.013 0.864 0.624 0.5

sapiens |methyltransferase QGCRHLLACGTYQLRRPEDRPAGPQ

NKGGMEVKEPQVRLGRLFLYSFND
NNSIHPLVEVQRKDTSAILDMKWCH
IPVAGHALLGLADASGSIQLLRLVES
EKSHVLEPLSSLALEEQCLALSLDW
STGKTGRAGDQPLKIISSDSTGQLHL
LMVNETRPRLQKVASWQAHQFEAW
IAAFNYWHPEIVYSGGDDGLLRGWD
TRVPGKFLFTSKRHTMGVCSIQSSP
HREHILATGSYDEHILLWDTRNMKQ
PLADTPVQGGVWRIKWHPFHHHLL
LAACMHSGFKILNCQKAMEERQEA
TVLTSHTLPDSLVYGADWSWLLFRS
LQRAPSWSFPSNLGTKTADLKGASE
LPTPCHECREDNDGEGHARPQSGM
KPLTEGMRKNGTWLQATAATTRDC
GVNPEEADSAFSLLATCSFYDHALH
LWEWEGN




