PIQWLSDSFSDLYSSYVIFYFLLLSVV
[IIISIFNVEFYAVVPSIPCSRLALIGKII
HPQQLMHSFIHAAMGMVMAWCAA
VITQGQYSFLVVPCTGTNSFGSPAAQ
TCLNEYHLFFLLTGAFMGYSYSLLYF
[VNNMNYLPFPIIQQYKFLRFRRSLLL
LVKHSCVESLFLVRNFCILYYFLGYIP
KAWISTAMNLHIDEQVHRPLDTVSG
LLNLSLLYHVWLCGVFLLTTWYVSW
ILFKIYATEAHVFPVQPPFAEGSDEC
LPKVLNSNPPPIIKYLALQDLMLLSQ
YSPSRRQEVFSLSQPGGHPHNWTAI
SRECLNLLNGMTQKLILYQEAAATN
GRVSSSYPVEPKKLNSPEETAFQTPK
SSQMPRPSVPPLVKTSLFSSKLSTPD
VVSPFGTPFGSSVMNRMAGIFDVNT
CYGSPQSPQLIRRGPRLWTSASDQQ
MTEFSNPSPSTSISAEGKTMRQPSVI
'YSWIQNKREQIKNFLSKRVLIMYFFS
KHPEASIQAVFSDAQMHIWALEGLS
HLVAASFTEDRFGVVQTTLPAILNTL
LTLQEAVDKYFKLPHASSKPPRISGS
LVDTSYKTLRFAFRASLKTAIYRITTT
FGEHLNAVQASAEHQKRLQQFLEF
KE

UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion wen(.ioplasmlc golgi

ID sites reticulum |apparati

Q9BTX1 NDC1_HUMAN [Homo Nucleoporin [25.565704 S619 S406;T414;5439;T440;S445;T449;S [28411811;40596516;34019948;293 [MATAVSRPCAGRSRDILWRVLGWRI [True True False |5.0 False False False
sapiens NDC1 471;S474 51928 IVASIVWSVLFLPICTTVFIIFSRIDLFH




