sapiens

HGH1
homolog

CGPGRALLAGQAALLQALMELAPAS
IAPARDAARALVNLAADPGLHETLLA
IADPGLPARLMGRALDPQWPWAEEA
IAAALANLSREPAPCAALMAALAAAE
PADSGLERLVRALCTPGYNARAPLH
IYLAPLLSNLSQRPAARAFLLDPDRCV
IVQRLLPLTQYPDSSVRRGGVVGTLR
NCCFEHRHHEWLLGPEVDILPFLLL
PLAGPEDFSEEEMERLPVDLQYLPP
DKQREPDADIRKMLVEAIMLLTATA
PGRQQVRDQGAYLILRELHSWEPEP
DVRTACEKLIQVLIGDEPERGMENL
LEVQVPEDVEQQLQQLDCREQEQLE

RELAPEPWVERATPT

UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I extx:acellula

ID name sites sites reticulum |apparatus membrane region

Q9BTY7 HGH1_HUMAN [Homo Protein (35.370303 NaN S17;S214;T388 [23301498;40914422;35132862 [MGEAGAGAGASGGPEASPEAEVVKL |False False 1.031 |[1.031 |False False False False 1.125
LPFLAPGARADLQAAAVRHVLALTG




