UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr_acel
ID name sites sites reticulum |apparatus membrane [region
Q9BUF5  |TBB6_HUMAN [Homo Tubulin|9.811485 NaN S172 37217939;33214551;38665916;347 [MREIVHIQAGQCGNQIGTKFWEVIS [True False 3.542 [4.554 [1.962 1.657 1.138 1.833 4.392
sapiens  |beta-6 25712;40914422;34019948;351381 [DEHGIDPAGGYVGDSALQLERINVYY
chain 01;28510447 NESSSQKYVPRAALVDLEPGTMDSV

RSGPFGQLFRPDNFIFGQTGAGNN
'WAKGHYTEGAELVDAVLDVVRKECE
HCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEFPDRIMNTFSVMPSPKV
SDTVVEPYNATLSVHQLVENTDETY
CIDNEALYDICFRTLKLTTPTYGDLN
HLVSATMSGVTTSLRFPGQLNADLR
KLAVNMVPFPRLHFFMPGFAPLTSR
GSQQYRALTVPELTQQMFDARNMM
IAACDPRHGRYLTVATVFRGPMSMK
EVDEQMLAIQSKNSSYFVEWIPNNV
KVAVCDIPPRGLKMASTFIGNSTAIQ
ELFKRISEQFSAMFRRKAFLHWFTG
EGMDEMEFTEAESNMNDLVSEYQQ
YQDATANDGEEAFEDEEEEIDG




