UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasma
ID sites sites reticulum apparatus membran
Q9BV20 MTNA_HUMAN [Homo Methylthioribose- 33.179224 NaN NaN 28411811;34229054;40914422;285 [MTLEAIRYSRGSLQILDQLLLPKQSR (True False 4.705 [4.5 1.053 0.725 0.716 1.275
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[YEAVGSVHQAWEAIRAMKVRGAPAIL
IALVGCLSLAVELQAGAGGPGLAALV
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LTDVNGVRIAAPGIGVWNPAFDVTP
HDLITGGIITELGVFAPEELRTALTTT
ISSRDGTLDGPQM




