}Jl;l iprotKB Entry name |organism full name |oglcnacscore sog;csnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ::gzgll:;mlc gg:)%lratus E::]snn::
Q9BVP2 GNL3_HUMAN [Homo Guanine |18.746604 S207 S$101;S490;5504;S517;S529(23301498;33214551;40596516;409 [MKRPKLKKASKRMTCHKRYKIQKKV [True False 2.608 [4.899 [1.489 1.134 0.687 1.401
sapiens [nucleotide- 14422;35083852;34019948;351381 [REHHRKLRKEAKKRGHKKPRKDPG
binding 01;28510447;33465208 IVPNSAPFKEALLREAELRKQRLEEL
protein- KQQQKLDRQKELEKKRKLETNPDIK
like 3 PSNVEPMEKEFGLCKTENKAKSGK

QNSKKLYCQELKKVIEASDVVLEVLD
ARDPLGCRCPQVEEAIVQSGQKKLV
LILNKSDLVPKENLESWLNYLKKEL
PTVVFRASTKPKDKGKITKRVKAKKN
IAAPFRSEVCFGKEGLWKLLGGFQET
CSKAIRVGVIGFPNVGKSSIINSLKQE
QMCNVGVSMGLTRSMQVVPLDKQI
TIIDSPSFIVSPLNSSSALALRSPASIE
IVVKPMEAASAILSQADARQVVLKYTV
PGYRNSLEFFTVLAQRRGMHQKGGI
PNVEGAAKLLWSEWTGASLAYYCHP
PTSWTPPPYFNESIVVDMKSGFNLE
ELEKNNAQSIRAIKGPHLANSILFQS
SGLTNGIIEEKDIHEELPKRKERKQE
EREDDKDSDQETVDEEVDENSSGM
FAAEETGEALSEETTAGEQSTRSFIL
DKIIEEDDAYDFSTDYV




