UniprotKB Entry name organism full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QI9BW62 KATL1 HUMAN [Homo Katanin 25.476563 T358 S174 36240223 MNLAEICDNAKKGREYALLGNYDSS |None None None [None None None None None None
sapiens |p60 MVYYQGVMQQIQRHCQSVRDPAIK

ATPase- GKWQQVRQELLEEYEQVKSIVSTLE

containing SFKIDKPPDFPVSCQDEPFRDPAVW

subunit A- PPPVPAEHRAPPQIRRPNREVRPLRK

like 1 EMAGVGARGPVGRAHPISKSEKPST

SRDKDYRARGRDDKGRKNMQDGAS
DGEMPKFDGAGYDKDLVEALERDIV
SRNPSIHWDDIADLEEAKKLLREAV
VLPMWMPDFFKGIRRPWKGVLMVG
PPGTGKTMLAKAVATECGTTFFNVS
SSTLTSKYRGESEKLVRLLFEMARFY
APTTIFIDEIDSICSRRGTSDEHEASR
RVKSELLIQMDGVGGALENDDPSK
MVMVLAATNFPWDIDEALRRRLEK
RIYIPLPTAKGRAELLKINLREVELDP
DIQLEDIAEKIEGYSGADITNVCRDA
SLMAMRRRINGLSPEEIRALSKEEL
QMPVTKGDFELALKKIAKSVSAADL
EKYEKWMVEFGSA




