endopl ic golg

}Jl;l iprotKB Entry name |organism full oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion N i
name sites reticulum appi
Q9BWF3 |RBM4 _HUMAN [Homo RNA- [21.930822 T202;S208;T279;5280;T285;T297;S |S86;S309 34229054;40136647;29351928;332 [MVKLFIGNLPREATEQEIRSLFEQYG [True False 4.28 5.0 1.473 1.223 0.64
sapiens |binding 300;T301;S302;T315;S331 14551;37340703;31373491;405965 |[KVLECDIIKNYGFVHIEDKTAAEDAI

protein 16;38665916;35254053;32119511;4 [RNLHHYKLHGVNINVEASKNKSKTS

4 0914422;35132862;39534244;3500 TKLHVGNISPTCTNKELRAKFEEYGP

8409;34019948;35138101;3953149 |[VIECDIVKDYAFVHMERAEDAVEAIR

7 GLDNTEFQGKRMHVQLSTSRLRTAP

GMGDQSGCYRCGKEGHWSKECPID
RSGRVADLTEQYNEQYGAVRTPYTM
SYGDSLYYNNAYGALDAYYKRCRAA
RSYEAVAAAAASVYNYAEQTLSQLPQ
VQNTAMASHLTSTSLDPYDRHLLPT
SGAAATAAAAAAAAAAVTAASTSYYG
RDRSPLRRATAPVPTVGEGYGYGHE
SELSQASAAARNSLYDMARYEREQY
IADRARYSAF




