UniprotkB Entry name organism full oglcnacscore o.glcnac P.h osphorylation PMIDS sequence intracellular extracellular |cytosol [nucleus mitochndrion ent!oplasmlc golgi ¥ exn:acellular
ID name sites sites reticulum apparatus membrane region
Q9BWT6 |MND1 HUMAN Homo Meiotic [22.677653 T121 NaN 40596516;30379171 MSKKKGLSAEEKRTRMMEIFSETKD |False False 1.359 |3.431 |0.562 0.281 False False 0.281
sapiens  [nuclear VFQLKDLEKIAPKEKGITAMSVKEVL
division QSLVDDGMVDCERIGTSNYYWAFPS
protein KALHARKHKLEVLESQLSEGSQKHA
SLQKSIEKAKIGRCETEERTRLAKEL
homolog SSLRDQREQLKAEVEKYKDCDPQVV
EEIRQANKVAKEAANRWTDNIFAIK
SWAKRKFGFEENKIDRTFGIPEDFD
YID




