
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9BX26 SYCP2_HUMAN Homo
sapiens

Synaptonemal
complex
protein	2

18.379595 NaN S457;S465;T471;S494;S519;S529;S
538;T619;S660;S664;S936;T938;S1
136;S1138;S1145;S1161;S1177;T11
89;S1204;S1234;S1253;S1295;S129
7;T1339

30379171 MPIRPDLQQLEKCIDDALRKNDFKP
LKTLLQIDICEDVKIKCSKQFFHKVD
NLICRELNKEDIHNVSAILVSVGRCG
KNISVLGQAGLLTMIKQGLIQKMVA
WFEKSKDIIQSQGNSKDEAVLNMIE
DLVDLLLVIHDVSDEGKKQVVESFV
PRICSLVIDSRVNICIQQEIIKKMNAM
LDKMPQDARKILSNQEMLILMSSM
GERILDAGDYDLQVGIVEALCRMTT
EKQRQELAHQWFSMDFIAKAFKRIK
DSEFETDCRIFLNLVNGMLGDKRRV
FTFPCLSAFLDKYELQIPSDEKLEEF
WIDFNLGSQTLSFYIAGDNDDHQW
EAVTVPEEKVQIYSIEVRESKKLLTIIL
KNTVKISKREGKELLLYFDASLEITN
VTQKIFGATKHRESIRKQGISVAKTS
LHILFDASGSQILVPESQISPVGEELV
SLKEKSKSPKEFAKPSKYIKNSDKGN
RNNSQLEKTTPSKRKMSEASMIVSG
ADRYTMRSPVLFSNTSIPPRRRRIKP
PLQMTSSAEKPSVSQTSENRVDNAA
SLKSRSSEGRHRRDNIDKHIKTAKC
VENTENKNVEFPNQNFSELQDVIPD
SQAAEKRDHTILPGVLDNICGNKIHS
KWACWTPVTNIELCNNQRASTSSG
DTLNQDIVINKKLTKQKSSSSISDHN
SEGTGKVKYKKEQTDHIKIDKAEVEV
CKKHNQQQNHPKYSGQKNTENAK
QSDWPVESETTFKSVLLNKTIEESLI
YRKKYILSKDVNTATCDKNPSASKN
VQSHRKAEKELTSELNSWDSKQKK
MREKSKGKEFTNVAESLISQINKRY
KTKDDIKSTRKLKESLINSGFSNKPV
VQLSKEKVQKKSYRKLKTTFVNVTS
ECPVNDVYNFNLNGADDPIIKLGIQE
FQATAKEACADRSIRLVGPRNHDEL
KSSVKTKDKKIITNHQKKNLFSDTET
EYRCDDSKTDISWLREPKSKPQLIDY
SRNKNVKNHKSGKSRSSLEKGQPSS
KMTPSKNITKKMDKTIPEGRIRLPRK
ATKTKKNYKDLSNSESECEQEFSHS
FKENIPVKEENIHSRMKTVKLPKKQ
QKVFCAETEKELSKQWKNSSLLKDA
IRDNCLDLSPRSLSGSPSSIEVTRCIE
KITEKDFTQDYDCITKSISPYPKTSSL
ESLNSNSGVGGTIKSPKNNEKNFLC
ASESCSPIPRPLFLPRHTPTKSNTIVN
RKKISSLVLTQETQNSNSYSDVSSYS
SEERFMEIESPHINENYIQSKREESH
LASSLSKSSEGREKTWFDMPCDATH
VSGPTQHLSRKRIYIEDNLSNSNEVE
MEEKGERRANLLPKKLCKIEDADHH
IHKMSESVSSLSTNDFSIPWETWQN
EFAGIEMTYETYERLNSEFKRRNNI
RHKMLSYFTTQSWKTAQQHLRTMN
HQSQDSRIKKLDKFQFIIIEELENFE
KDSQSLKDLEKEFVDFWEKIFQKFS
AYQKSEQQRLHLLKTSLAKSVFCNT
DSEETVFTSEMCLMKEDMKVLQDR
LLKDMLEEELLNVRRELMSVFMSH
ERNANV

None None None None None None None None None


