}Jl;l iprotKB Entry name organism |full name |oglcnacscore [oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi
reticulum apparatus
Q9BX66 SRBS1_HUMAN Homo Sorbin 21.545352 S479;T708;5943;51048 T82;586;589;5242;S259;S341;T344; [30379171;28657654 MSSECDGGSKAVMNGLAPGSNGQD [None None None [None |None None None
sapiens and SH3 S350;S369;S374;5S465;S472;S481;T KATADPLRARSISAVKIIPVKTVKNAS
domain- 536;5556;5609;5640;T654;S665;T7 GLVLPTDMDLTKICTGKGAVTLRASS
containing 08;S713;T862;T937;S945;S953;T12 SYRETPSSSPASPQETRQHESKPGLE
protein 1 40;S105;S346;5603;5923;S137;S45 PEPSSADEWRLSSSADANGNAQPSS

2;5765;5469;S114;S730;5146;S387;
S700;S478;5S735;S114;51213

LAAKGYRSVHPNLPSDKSQDATSSS
IAAQPEVIVVPLYLVNTDRGQEGTARP
PTPLGPLGCVPTIPATASAASPLTFPT
LDDFIPPHLQRWPHHSQPARASGSF
IAPISQTPPSFSPPPPLVPPAPEDLRRV
SEPDLTGAVSSTDSSPLLNEVSSSLI
GTDSQAFPSVSKPSSAYPSTTIVNPTI
'VLLQHNREQQKRLSSLSDPVSERRV
GEQDSAPTQEKPTSPGKAIEKRAKD
DSRRVVKSTQDLSDVSMDEVGIPLR
NTERSKDWYKTMFKQIHKLNRDTP
EENPYFPTYKFPELPEIQQTSEEDNP
'YTPTYQFPASTPSPKSEDDDSDLYSP
RYSFSEDTKSPLSVPRSKSEMSYIDG
EKVVKRSATLPLPARSSSLKSSSERN
DWEPPDKKVDTRKYRAEPKSIYEYQ
PGKSSVLTNEKMSRDISPEEIDLKNE
PWYKFFSELEFGKPPPKKIWDYTPG
DCSILPREDRKTNLDKDLSLCQTELE
IADLEKMETLNKAPSANVPQSSAISP
TPEISSETPGYTYSSNFHAVKRESDG
IAPGDLTSLENERQIYKSVLEGGDIPL
QGLSGLKRPSSSASTKDSESPRHFIP
IADYLESTEEFIRRRHDDKEKLLADQ
RRLKREQEEADIAARRHTGVIPTHH
QFITNERFGDLLNIDDTAKRKSGSE
MRPARAKFDFKAQTLKELPLQKGDI
VYIYKQIDQNWYEGEHHGRVGIFPR
TYIELLPPAEKAQPKKLTPVQVLEYG
EAIAKFNFNGDTQVEMSFRKGERIT
LLRQVDENWYEGRIPGTSRQGIFPIT
'YVDVIKRPLVKNPVDYMDLPFSSSPS
RSATASPQFSSHSKLITPAPSSLPHS
RRALSPEMHAVTSEWISLTVGVPGR
RSLALTPPLPPLPEASIYNTDHLALSP
RASPSLSLSLPHLSWSDRPTPRSVAS
PLALPSPHKTYSLAPTSQASLHMNG
DGGVHTPSSGIHQDSFLQLPLGSSD
SVISQLSDAFSSQSKRQPWREESGQ
YERKAERGAGERGPGGPKISKKSCL
KPSDVVRCLSTEQRLSDLNTPEESR
PGKPLGSAFPGSEAEQTERHRGGEQ
IAGRKAARRGGSQQPQAQQRRVTPD
RSQTSQDLFSYQALYSYIPQNDDELE
LRDGDIVDVMEKCDDGWFVGTSRR
TKQFGTFPGNYVKPLYL




