}Jl;l iprotKB Entry name |organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi
sites reticulum apparatu:
QIBXF6 RFIP5_ HUMAN Homo Rab11 18.145822 S150 S176;5S283;S286;S307;S357;S367;S |37217939;40596516;30379171;393 |MALVRGAEPAAGPSRWLPTHVQVTV [True False 1.312 |4.347 |5.0 False 4.0
sapiens [family- 391;S395;5494;5538;S547;S553 02247 LRARGLRGKSSGAGSTSDAYTVIQVG
interacting REKYSTSVVEKTHGCPEWREECSFE
protein 5 LPPGALDGLLRAQEADAGPAPWAAS

SAAACELVLTTMHRSLIGVDKFLGQ
ATVALDEVFGAGRAQHTQWYKLHS
KPGKKEKERGEIEVTIQFTRNNLSAS
MFDLSMKDKPRSPFSKIRDKMKGK
KKYDLESASAILPSSAIEDPDLGSLGK
MGKAKGFFLRNKLRKSSLTQSNTSL
GSDSTLSSASGSLAYQGPGAELLTRS
PSRSSWLSTEGGRDSAQSPKLFTHK
RTYSDEANQMRVAPPRALLDLQGHL
DAASRSSLCVNGSHIYNEEPQGPVR
HRSSISGSLPSSGSLQAVSSRFSEEG
PRSTDDTWPRGSRSNSSSEAVLGQE
ELSAQAKVLAPGASHPGEEEGARLP
EGKPVQVATPIVASSEAVAEKEGARK
EERKPRMGLFHHHHQGLSRSELGR
RSSLGEKGGPILGASPHHSSSGEEK
IAKSSWFGLREAKDPTQKPSPHPVKP
LSAAPVEGSPDRKQSRSSLSIALSSG
LEKLKTVTSGSIQPVTQAPQAGQMV
DTKRLKDSAVLDQSAKYYHLTHDELI
SLLLQRERELSQRDEHVQELESYIDR
LLVRIMETSPTLLQIPPGPPK




