UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular cytosol \nucleus imitochndrion em!oplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum apparatus membrane [region
Q9BXF9 TEKT3_HUMAN [Homo Tektin-|28.275761 NaN NaN 39894887 MERVGCTLTTTYAHPRPTPTNFLPAI [True False 1.729 [4.252 2.888 0.518 False 0.833 4.156

sapiens |3 STMASSYRDRFPHSNLTHSLSLPWR

PSTYYKVASNSPSVAPYCTRSQRVSE
NTMLPFVSNRTTFFTRYTPDDWYRS
NLTNYQESNTSRHNSEKLRVDTSRL
[QDKYQQTRKTQADTTQNLGERVND
IGFWKSEITHELDEMIGETNALTDVK
KRLERALMETEAPLQVARECLFHRE
KRMGIDLVHDEVEAQLLTEVDTILC
CQERMKLHLDKAIAQLAANRASQH
ELEKDLSDKQTAYRIDDKCHHLRNT
SDGVGYFRGVERVDATVSVPESWAK
FTDDNILRSQSERAASAKLRDDIENL
LVVTANEMWNQFNKVNLSFTNRIA
ETADAKNKIQTHLAKTLQEIFQTEM
TIESIKKAIKDKTAFLKVAQTRLDERT
RRPNIELCRDMAQLRLVNEVHEVD
DTIQTLQQRLRDAEDTLQSLVHIKAT
LEYDLAVKANSLYIDQEKCMSMRKS

YPNTLRLVGFC




