UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
QIBXN1 ASPN_HUMAN [Homo /Asporin [19.994096 NaN NaN 37217939 MKEYVLLLFLALCSAKPFFSPSHIAL |False False 1.817 |3.087 1.998 1.991 1.565 2.11 4.364

sapiens
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