}J];l iprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular |extracellular cytosol [nucleus [mitochndrion |~ . golgi plasma jextracellular
name sites reticulum |apparatus membrane [region
QI9BXW9 FACD2_HUMAN [Homo Fanconi|18.379595 NaN S8;5222;S592;S594;S717;S1257;S1 (30379171 |MVSKRRLSKSEDKESLTEDASKTRK |True False 4.534 |4.789 2.066 1.711 2.221 2.107 1.796
sapiens anemia 401;S1404;S1412;S1423;T1426;S14 QPLSKKTKKSHIANEVEENDSIFVKL
group 35 LKISGIILKTGESQNQLAVDQIAFQKK
D2 LFQTLRRHPSYPKIIEEFVSGLESYIE
protein DEDSFRNCLLSCERLQDEEASMGAS

'YSKSLIKLLLGIDILQPAITKTLFEKLP
EYFFENKNSDEINIPRLIVSQLKWLD
RVVDGKDLTTKIMQLISIAPENLQHD
[ITSLPEILGDSQHADVGKELSDLLIE
NTSLTVPILDVLSSLRLDPNFLLKVR
QLVMDKLSSIRLEDLPVIIKFILHSVT
AMDTLEVISELREKLDLQHCVLPSR
LQASQVKLKSKGRASSSGNQESSGQ
SCIILLFDVIKSAIRYEKTISEAWIKAI
ENTASVSEHKVFDLVMLFIIYSTNTQ
TKKYIDRVLRNKIRSGCIQEQLLQST
FSVHYLVLKDMCSSILSLAQSLLHSL
DQSIISFGSLLYKYAFKFFDTYCQQE
VVGALVTHICSGNEAEVDTALDVLLE
LVVLNPSAMMMNAVFVKGILDYLD
NISPQQIRKLFYVLSTLAFSKQNEAS
SHIQDDMHLVIRKQLSSTVFKYKLIG
[IGAVTMAGIMAADRSESPSLTQERA
NLSDEQCTQVTSLLQLVHSCSEQSP
QASALYYDEFANLIQHEKLDPKALE
WVGHTICNDFQDAFVVDSCVVPEG
DFPFPVKALYGLEEYDTQDGIAINLL
PLLFSQDFAKDGGPVTSQESGQKLV
SPLCLAPYFRLLRLCVERQHNGNLE
EIDGLLDCPIFLTDLEPGEKLESMSA
KERSFMCSLIFLTLNWFREIVNAFC
QETSPEMKGKVLTRLKHIVELQIILE
KYLAVTPDYVPPLGNFDVETLDITPH
TVTAISAKIRKKGKIERKQKTDGSKT
SSSDTLSEEKNSECDPTPSHRGQLN
KEFTGKEEKTSLLLHNSHAFFRELDI
EVFSILHCGLVTKFILDTEMHTEATE
VVQLGPPELLFLLEDLSQKLESMLTP
PIARRVPFLKNKGSRNIGFSHLQQRS
AQEIVHCVFQLLTPMCNHLENIHNY
FQCLAAENHGVVDGPGVKVQEYHI
MSSCYQRLLQIFHGLFAWSGFSQPE
NQNLLYSALHVLSSRLKQGEHSQPL
EELLSQSVHYLQNFHQSIPSFQCALY
LIRLLMVILEKSTASAQNKEKIASLA
RQFLCRVWPSGDKEKSNISNDQLH
ALLCIYLEHTESILKAIEEIAGVGVPE
LINSPKDASSSTFPTLTRHTFVVFFR
'VMMAELEKTVKKIEPGTAADSQQIH
EEKLLYWNMAVRDFSILINLIKVFDS
HPVLHVCLKYGRLFVEAFLKQCMPL
LDFSFRKHREDVLSLLETFQLDTRLL
HHLCGHSKIHQDTRLTQHVPLLKKT
LELLVCRVKAMLTLNNCREAFWLG
NLKNRDLQGEEIKSQNSQESTADES
EDDMSSQASKSKATEDGEEDEVSA
GEKEQDSDESYDDSD




