UniprotKB Entry name organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QI9BY12 SCAPE_HUMAN [Homo S phase 16.682301 NaN S832 30379171;37217939 MMASFQRSNSHDKVRRIVAEEGRT |None None None |None None None None None None
sapiens |cyclin A- ARNLIAWSVPLESKDDDGKPKCQTG

associated GKSKRTIQGTHKTTKQSTAVDCKITS

protein in STTGDKHFDKSPTKTRHPRKIDLRA

the RYWAFLFDNLRRAVDEIYVTCESDQ

endoplasmic SVVECKEVLMMLDNYVRDFKALID

reticulum WIQLQEKLEKTDAQSRPTSLAWEVK

KMSPGRHVIPSPSTDRINVTSNARRS
LNFGGSTGTVPAPRLAPTGVSWADK
VKAHHTGSTASSEITPAQSCPPMTV
QKASRKNERKDAEGWETVQRGRPIR
SRSTAVMPKVSLATEATRSKDDSDK
ENVCLLPDESIQKGQFVGDGTSNTIE
SHPKDSLHSCDHPLAEKTQFTVSTL
DDVKNSGSIRDNYVRTSEISAVHIDT
ECVSVMLQAGTPPLQVNEEKFPAEK
ARIENEMDPSDISNSMAEVLAKKEE
LADRLEKANEEAIASAIAEEEQLTREI
EAEENNDINIETDNDSDFSASMGSG
SVSFCGMSMDWNDVLADYEARES
WRQNTSWGDIVEEEPARPPGHGIH
MHEKLSSPSRKRTIAESKKKHEEKQ
MKAQQLREKLREEKTLKLQKLLERE
KDVRKWKEELLDQRRRMMEEKLLH
AEFKREVQLQAIVKKAQEEEAKVNEI
AFINTLEAQNKRHDVLSKLKEYEQR
LNELQEERQRRQEEKQARDEAVQE
RKRALEAERQARVEELLMKRKEQEA
RIEQQRQEKEKAREDAARERARDRE
ERLAALTAAQQEAMEELQKKIQLKH
DESIRRHMEQIEQRKEKAAELSSGR
HANTDYAPKLTPYERKKQCSLCNVLI
SSEVYLFSHVKGRKHQQAVRENTSI
QGRELSDEEVEHLSLKKYIIDIVVEST
APAEALKDGEERQKNKKKAKKIKAR
MNFRAKEYESLMETKNSGSDSPYK
AKLQRLAKDLLKQVQVQDSGSWAN
NKVSALDRTLGEITRILEKENVADQI
AFQAAGGLTALEHILQAVVPATNVN
TVLRIPPKSLCNAINVYNLTCNNCSE
NCSDVLFSNKITFLMDLLIHQLTVYV
PDENNTILGRNTNKQVFEGLTTGLL
KVSAVVLGCLIANRPDGNCQPATPKI
PTQEMKNKPSQGDPFNNRVQDLISY
VVNMGLIDKLCACFLSVQGPVDENP
KMAIFLQHAAGLLHAMCTLCFAVTG
RSYSIFDNNRQDPTGLTAALQATDL
AGVLHMLYCVLFHGTILDPSTASPKE
NYTQNTIQVAIQSLRFFNSFAALHLP
AFQSIVGAEGLSLAFRHMASSLLGH
CSQVSCESLLHEVIVCVGYFTVNHP
DNQVIVQSGRHPTVLQKLCQLPFQY
FSDPRLIKVLFPSLIAACYNNHQNKII
LEQEMSCVLLATFIQDLAQTPGQAE
NQPYQPKGKCLGSQDYLELANRFPQ
QAWEEARQFFLKKEKK




