UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane region
QI9BY19 M4A8 HUMAN Homo Membrane-|25.090618 NaN NaN 35289036  MNSMTSAVPVANSVLVVAPHNGYP |False True 1.812 [2.202 |0.934 0.559 0.533 4.687 0.833
sapiens [spanning VITPGIMSHVPLYPNSQPQVHLVPGN

4-domains PPSLVSNVNGQPVQKALKEGKTLGA

subfamily IQIIIGLAHIGLGSIMATVLVGEYLSIS

A member FYGGFPFWGGLWFIISGSLSVAAEN

8

QPYSYCLLSGSLGLNIVSAICSAVGVI
LFITDLSIPHPYAYPDYYPYAWGVNP
GMAISGVLLVFCLLEFGIACASSHFG
CQLVCCQSSNVSVIYPNIYAANPVIT
PEPVTSPPSYSSEIQANK




