UniprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I eXtI:a
ID sites sites reticulum |apparatus|membrane regio
Q9BY32 ITPA_HUMAN [Homo Inosine 20.761126 NaN NaN 34229054;34019948;23301498 MAASLVGKKIVFVTGNAKKLEEVVQI [True False 4.816 [4.416 |1.905 0.751 0.518 1.183 2.043
sapiens |[triphosphate LGDKFPCTLVAQKIDLPEYQGEPDEI
pyrophosphatase SIQKCQEAVRQVQGPVLVEDTCLCF

NALGGLPGPYIKWFLEKLKPEGLHQ
LLAGFEDKSAYALCTFALSTGDPSQP
IVRLFRGRTSGRIVAPRGCQDFGWDP
CFQPDGYEQTYAEMPKAEKNAVSH

RFRALLELQEYFGSLAA




