}Jl;l iprotKB Entry name |organism full name (oglcnacscore joglcnac sites |[phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi .
reticulum appara
Q9BY44 EIF2A_HUMAN [Homo Eukaryotic|15.258962 S506;T512;T518(T5;S503;S506;S517;T518;5526 (34725712;38665916;34019948;342 [MAPSTPLLTVRGSEGLYMVNGPPHF [True False 4.237 |1.594 |1.895 False False
sapiens [translation 29054;40307207;28510447 TESTVFPRESGKNCKVCIFSKDGTLF
initiation AWGNGEKVNIISVTNKGLLHSFDLL
factor 2A KAVCLEFSPKNTVLATWQPYTTSKD

GTAGIPNLQLYDVKTGTCLKSFIQKK
MQNWCPSWSEDETLCARNVNNEV
HFFENNNFNTIANKLHLQKINDFVL
SPGPQPYKVAVYVPGSKGAPSFVRLY
QYPNFAGPHAALANKSFFKADKVTM
LWNKKATAVLVIASTDVDKTGASYY
GEQTLHYIATNGESAVVQLPKNGPIY
DVVWNSSSTEFCAVYGFMPAKATIF
NLKCDPVFDFGTGPRNAAYYSPHGH
ILVLAGFGNLRGQMEVWDVKNYKLI
SKPVASDSTYFAWCPDGEHILTATCA
PRLRVNNGYKIWHYTGSILHKYDVP
SNAELWQVSWQPFLDGIFPAKTITY
QAVPSEVPNEEPKVATAYRPPALRN
KPITNSKLHEEEPPQNMKPQSGNDK
PLSKTALKNQRKHEAKKAAKQEARS
DKSPDLAPTPAPQSTPRNTVSQSISG
DPEIDKKIKNLKKKLKAIEQLKEQAA
TGKQLEKNQLEKIQKETALLQELED
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