UniprotKB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em_ioplasmlc golgi plasma extr_acellular
ID sites sites reticulum |apparatus membrane region
QI9BYE2 TMPSD _HUMAN |Homo Transmembrane |22.016046 ;T152 NaN 34019948;30620550 MERDSHGNASPARTPSAGASPAQAS |None None None |None None None None None None

sapiens PAGTPPGRASPAQASPAQASPAGTPP

protease serine
1

GRASPAQASPAGTPPGRASPGRASP
IAQASPAQASPARASPALASLSRSSSG
RSSSARSASVTTSPTRVYLVRATPVG
IAVPIRSSPARSAPATRATRESPGTSLP
KFTWREGQKQLPLIGCVLLLIALVVS
LIILFQFWQGHTGIRYKEQRESCPKH
AVRCDGVVDCKLKSDELGCVRFDW
DKSLLKIYSGSSHQWLPICSSNWND
SYSEKTCQQLGFESAHRTTEVAHRD
FANSFSILRYNSTIQESLHRSECPSQ
RYISLQCSHCGLRAMTGRIVGGALAS
DSKWPWQVSLHFGTTHICGGTLIDA
QWVLTAAHCFFVTREKVLEGWKVY
IAGTSNLHQLPEAASIAEIIINSNYTDE
EDDYDIALMRLSKPLTLSAHIHPACL
PMHGQTFSLNETCWITGFGKTRETD
DKTSPFLREVQVNLIDFKKCNDYLVY
DSYLTPRMMCAGDLRGGRDSCQGD
SGGPLVCEQNNRWYLAGVTSWGTG
CGQRNKPGVYTKVTEVLPWIYSKME
IVRSLQQDTAPSRLGTSSGGDPGGAP

RL




