UniprotkB Entry name lorganism (full name oglcnacscore oglcnac p'h osphorylation PMIDS sequence intracellular (extracellular cytosol [nucleus mitochndrion went'loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9BZ23 PANK2_HUMAN Homo Pantothenate |20.111456 T182 S168;S169;S189 [30379171;29351928 MRRLGPFHPRVHWAAPPSLSSGLH (True False 4.515 5.0 5.0 1.906 0.927 1.584 1.492
sapiens |kinase 2, RLLFLRGTRIPSSTTLSPPRHDSLSL
mitochondrial DGGTVNPPRVREPTGREAFGPSPAS

SDWLPARWRNGRGGRPRARLCSGW
TAAEEARRNPTLGGLLGRQRLLLRM
GGGRLGAPMERHGRASATSVSSAG
EQAAGDPEGRRQEPLRRRASSASVP
IAVGASAEGTRRDRLGSYSGPTSVSR
QRVESLRKKRPLFPWFGLDIGGTLV
KLVYFEPKDITAEEEEEEVESLKSIRK
YLTSNVAYGSTGIRDVHLELKDLTLC
GRKGNLHFIRFPTHDMPAFIQMGR
DKNFSSLHTVFCATGGGAYKFEQDF
LTIGDLQLCKLDELDCLIKGILYIDSV
GFNGRSQCYYFENPADSEKCQKLPF
DLKNPYPLLLVNIGSGVSILAVYSKD
NYKRVTGTSLGGGTFFGLCCLLTGC
TTFEEALEMASRGDSTKVDKLVRDIY
GGDYERFGLPGWAVASSFGNMMSK
EKREAVSKEDLARATLITITNNIGSIA
RMCALNENINQVVFVGNFLRINTIA
MRLLAYALDYWSKGQLKALFSEHEG
YFGAVGALLELLKIP




