UniprotKB Entry name |organism [full name |oglcnacscore o‘glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en@oplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane region
Q9BZD4 NUF2_HUMAN Homo Kinetochore [18.379595 NaN S171;S247 30379171 METLSFPRYNVAEIVIHIRNKILTGA (True False 4.582 |5.0 1.317 1.069 0.853 1.259 1.195
sapiens protein DGKNLTKNDLYPNPKPEVLHMIYM
Nuf2

RALQIVYGIRLEHFYMMPVNSEVMY
PHLMEGFLPFSNLVTHLDSFLPICR
IVNDFETADILCPKAKRTSRFLSGIIN
FIHFREACRETYMEFLWQYKSSADK
MQQLNAAHQEALMKLERLDSVPVE
EQEEFKQLSDGIQELQQSLNQDFHQ
KTIVLQEGNSQKKSNISEKTKRLNEL
KLSVVSLKEIQESLKTKIVDSPEKLK
NYKEKMKDTVQKLKNARQEVVEKY
EIYGDSVDCLPSCQLEVQLYQKKIQD
LSDNREKLASILKESLNLEDQIESDE
SELKKLKTEENSFKRLMIVKKEKLAT
IAQFKINKKHEDVKQYKRTVIEDCNK
VQEKRGAVYERVTTINQEIQKIKLGI
QQLKDAAEREKLKSQEIFLNLKTALE
KYHDGIEKAAEDSYAKIDEKTAELKR
KMFKMST




