UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation |, 1,y g sequence intracellular |extracellular cytosol [nucleus [mitochndrion endoplasmic golgi [plasma jextracellu

D sites  [sites reticulum  |apparatus membrane [region

Q9BZE2 PUS3 _HUMAN [Homo tRNA 16.682301 NaN 'T456;T466;T468 |30379171;37217939  MAYNDTDRNQTEKLLKRVRELEQE |True False 4.672 (4.472 1.469 1.103 1.262 1.159 1.043
sapiens  |pseudouridine(38/39) 'VQRLKKEQAKNKEDSNIRENSAGAG

synthase

KTKRAFDFSAHGRRHVALRIAYMG
WGYQGFASQENTNNTIEEKLFEALT
KTRLVESRQTSNYHRCGRTDKGVSA
FGQVISLDLRSQFPRGRDSEDFNVK
EEANAAAEEIRYTHILNRVLPPDIRIL
AWAPVEPSFSARFSCLERTYRYFFPR
ADLDIVTMDYAAQKYVGTHDFRNLC
KMDVANGVINFQRTILSAQVQLVGQ
SPGEGRWQEPFQLCQFEVTGQAFLY
HQVRCMMAILFLIGQGMEKPEIIDE
LLNIEKNPQKPQYSMAVEFPLVLYD
CKFENVKWIYDQEAQEFNITHLQQL
WANHAVKTHMLYSMLQGLDTVPVP
CGIGPKMDGMTEWGNVKPSVIKQT
SAFVEGVKMRTYKPLMDRPKCQGL
ESRIQHFVRRGRIEHPHLFHEEETK
AKRDCNDTLEEENTNLETPTKRVCV

DTEIKSII




