}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.ace]
name sites reticulum |apparatus membrane region
Q9BZF2 OSBL7_HUMAN [Homo Oxysterol-24.880841 S186;T638(T171;5217;S226;5256;5272|39894887;30379171 MDFQERDPPFLPESAQSSKPSSAQQ (True False 4.667 [4.686 |False 4.0 False 4.0 False
sapiens binding ASELWEVVEEPRVRLGTEGVMPERQ
protein- EGHLLKKRKWPLKGWHKRYFVLED
related GILHYATTRQDITKGKLHGSIDVRLS
protein 7 'VMSINKKAQRIDLDTEDNIYHLKIKS

QDLFQSWVAQLRAHRLAHRLDMPR
GSLPSTAHRKVPGAQLPTAATASALP
GLGPREKVSSWLRDSDGLDRCSHEL
SECQGKLQELHRLLQSLESLHRIPSA
PVIPTHQASVTTERPKKGKRTSRMW
CTQSFAKDDTIGRVGRLHGSVPNLS
RYLESRDSSGTRGLPPTDYAHLQRS
FWALAQKVHSSLSSVLAALTMERDQ
LRDMHQGSELSRMGVSEASTGQRR
LHSLSTSSDTTADSFSSLNPEEQEAL
'YMKGRELTPQLSQTSILSLADSHTEF
FDACEVLLSASSSENEGSEEEESCT
SEITTSLSEEMLDLRGAERCQKGGC
VPGRPMGPPRRRCLPAASGPGADVS
LWNILRNNIGKDLSKVSMPVQLNEP
LNTLQRLCEELEYSSLLDQASRIADP
CERMVYIAAFAVSAYSSTYHRAGCKP
FNPVLGETYECERPDRGFRFISEQVS
HHPPISACHAESENFAFWQDMKWK
NKFWGKSLEIVPVGTVNVSLPRFGD
HFEWNKVTSCIHNVLSGQRWIEHY
GEVLIRNTQDSSCHCKITFCKAKYW
SSNVHEVQGAVLSRSGRVLHRLFGK
WHEGLYRGPTPGGQCIWKPNSMPP
DHERNFGFTQFALELNELTAELKRS
LPSTDTRLRPDQRYLEEGNIQAAEA
QKRRIEQLQRDRRKVMEENNIVHQ
ARFFRRQTDSSGKEWWVTNNTYWR
LRAEPGYGNMDGAVLW




