UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol [nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q9BZM4 |[ULBP3 HUMAN [Homo UL16- |25.090618 T39 NaN 35289036 MAAAASPAILPRLAILPYLLFDWSGT |False True 1.609 |1.749 1.78 1.536 1.272 5.0 3.963
sapiens binding GRADAHSLWYNFTIIHLPRHGQQW
protein CEVQSQVDQKNFLSYDCGSDKVLS

MGHLEEQLYATDAWGKQLEMLREV
GQRLRLELADTELEDFTPSGPLTLQV
RMSCECEADGYIRGSWQFSFDGRK
FLLFEDSNNRKWTVVHAGARRMKEK
WEKDSGLTTFFKMVSMRDCKSWLR
DFLMHRKKRLEPTAPPTMAPGLAQP
KAIATTLSPWSFLIILCFILPGI




