UniprotkB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
Q9BZQ6 EDEM3_HUMAN Homo ER 13.899183 NaN NaN 37217939;38665916 MSEAGGRGCGSPVPQRARWRLVAA |False True 2.519 |1.308 (3.033 4.498 1.574 1.212 1.412
sapiens |degradation- TAAFCLVSATSVWTAGAEPMSREEK

enhancing QKLGNQVLEMFDHAYGNYMEHAYP

alpha- ADELMPLTCRGRVRGQEPSRGDVD

mannosidase- DALGKFSLTLIDSLDTLVVLNKTKEF

like protein 3 EDAVRKVLRDVNLDNDVVVSVFETN

IRVLGGLLGGHSLAIMLKEKGEYMQ
WYNDELLQMAKQLGYKLLPAFNTTS
GLPYPRINLKFGIRKPEARTGTETDT
CTACAGTLILEFAALSRFTGATIFEEY
ARKALDFLWEKRQRSSNLVGVTINI
HTGDWVRKDSGVGAGIDSYYEYLLK
AYVLLGDDSFLERFNTHYDAIMRYIS
QPPLLLDVHIHKPMLNARTWMDAL
LAFFPGLQVLKGDIRPAIETHEMLYQ
VIKKHNFLPEAFTTDFRVHWAQHPL
RPEFAESTYFLYKATGDPYYLEVGKT
LIENLNKYARVPCGFAAMKDVRTGS
HEDRMDSFFLAEMFKYLYLLFADKE
DIIFDIEDYIFTTEAHLLPLWLSTTNQ
SISKKNTTSEYTELDDSNFDWTCPN
TQILFPNDPLYAQSIREPLKNVVDKS
CPRGIIRVEESFRSGAKPPLRARDFM
ATNPEHLEILKKMGVSLIHLKDGRV
QLVQHAIQAASSIDAEDGLRFMQEM
IELSSQQQKEQQLPPRAVQIVSHPFF
GRVVLTAGPAQFGLDLSKHKETRGF
VASSKPSNGCSELTNPEAVMGKIALI
QRGQCMFAEKARNIQNAGAIGGIVI
DDNEGSSSDTAPLFQMAGDGKDTD
DIKIPMLFLFSKEGSIILDAIREYEEV
EVLLSDKAKDRDPEMENEEQPSSE
NDSQNQSGEQISSSSQEVDLVDQES
SEENSLNSHPESLSLADMDNAASIS
PSEQTSNPTENHETTNLNGECTDLD
NQLQEQSETEEDSNPNVSWGKKVQ
PIDSILADWNEDIEAFEMMEKDEL




