UniprotKB Entry name organism full oglcnacscore o.glcnac phosp ylation sites PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr-acellulal

ID name sites reticulum |apparatus membrane region

Q9C073 F117A_HUMAN [Homo Protein  (18.379595 NaN S29;567;S178;5193;5201;5213;T29 (30379171 MAGAAAGGRGGGAWGPGRGGAGG [None None None |None |None None None None None
sapiens FAM117A 9;S319;S327;T354;S413;S428

LRRGCSPPAPAGSPRAGLQPLRATIP
FQLQQPHQRRDGGGRAASVPCSVAP
EKSVCRPQPLQVRRTFSLDTILSSYL
LGQWPRDADGAFTCCTNDKATQTP
LSWQELEGERASSCAHKRSASWGS
TDHRKEISKLKQQLQRTKLSRSGKE
KERGSPLLGDHAVRGALRASPPSFP
SGSPVLRLSPCLHRSLEGLNQELEE
\VFVKEQGEEELLRILDIPDGHRAPAP
PQSGSCDHPLLLLEPGNLASSPSMS
LASPQPCGLASHEEHRGAAEELAST
PNDKASSPGHPAFLEDGSPSPVLAF
IAASPRPNHSYIFKREPPEGCEKVRVF
EEATSPGPDLAFLTSCPDKNKVHFN
PTGSAFCPVNLMKPLFPGMGFIFRN
CPSNPGSPLPPASPRPPPRKDPEASK
IASPLPFEPWQRTPPSEEPVLFQSSL
MV




