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SCPPPGGSWGSGRSSPLLGGNGKAT
MQNLNDRLASYLEKVRALEEANMK
LESRILKWHQQRDPGSKKDYSQYEE
NITHLQEQIVDGKMTNAQIILLIDNA
RMAVDDFNLKYENEHSFKKDLEIEV
EGLRRTLDNLTIVITDLEQEVEGMR

KELILMKKHHEQEMEKHHVPSDFN
'VNVKVDTGPREDLIKVLEDMRQEYE
LIIKKKHRDLDTWYKEQSAAMSQEA
ASPATVQSRQGDIHELKRTFQALEID
LQTQYSTKSALENMLSETQSRYSCK
LQDMQEIISHYEEELTQLRHELERQ

NNEYQVLLGIKTHLEKEITTYRRLLE

GESEGTREESKSSMKVSATPKIKAIT

QETINGRLVLCQVNEIQKHA

UniprotKB Entry name organism [full name |oglcnacscore oglcnac ‘p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion . .

ID sites sites reticulum apparatus membrane region

Q9C075 K1C23_HUMAN [Homo Keratin, 17.826004 NaN NaN 38665916 MNSGHSFSQTPSASFHGAGGGWGR ([True False 4.738 |2.803 [1.803 0.917 0.831 1.197 1.264
sapiens |type I PRSFPRAPTVHGGAGGARISLSFTTR




