}Jl;l iprotKB Entry name |organism f:;l]lne oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion :«;.tlil::ulum g;:glratus
Q9C0BO UNK_HUMAN [Homo RING 17.661538 S2;T20;S565;S576 |S240;S374;S378;S385;5631|38665916;33214551;23301498;351 |[MSKGPGPGGSAASSAPPAATAQVLQ |None None None [None |None None None
sapiens  [finger 38101;34019948;32119511;293519 |AQPEKPQHYTYLKEFRTEQCPLFVQ
protein 28 HKCTQHRPYTCFHWHFVNQRRRRS
unkempt IRRRDGTFNYSPDVYCTKYDEATGLC
homolog PEGDECPFLHRTTGDTERRYHLRYY

KTGICIHETDSKGNCTKNGLHCAFA
HGPHDLRSPVYDIRELQAMEALQNG
QTTVEGSIEGQSAGAASHAMIEKILS
EEPRWQETAYVLGNYKTEPCKKPPR
LCRQGYACPYYHNSKDRRRSPRKHK
'YRSSPCPNVKHGDEWGDPGKCENG
DACQYCHTRTEQQFHPEIYKSTKCN
DMQQSGSCPRGPFCAFAHVEQPPLS
DDLQPSSAVSSPTQPGPVLYMPSAA
GDSVPVSPSSPHAPDLSALLCRNSSL
GSPSNLCGSPPGSIRKPPNLEGIVEFP
GESGLAPGSYKKAPGFEREDQVGAE
'YLKNFKCQAKLKPHSLEPRSQEQPL
LQPKQDMLGILPAGSPLTSSISSSITS
SLAATPPSPVGTSSVPGMNANALPF
YPTSDTVESVIESALDDLDLNEFGVA
ALEKTFDNSTVPHPGSITIGGSLLQS
SAPVNIPGSLGSSASFHSASPSPPVS
LSSHFLQQPQGHLSQSENTFLGTSA
SHGSLGLNGMNSSIWEHFASGSFS
PGTSPAFLSGPGAAELARLRQELDEA
NSTIKQWEESWKQAKQACDAWKKE
AEEAGERASAAGAECELAREQRDAL
EVQVKKLQEELERLHAGPEPQALPA
FSDLEALSLSTLYSLQKQLRAHLEQV
DKAVFHMQSVKCLKCQEQKRAVLP
CQHAALCELCAEGSECPICQPGRAH
TLQS




