
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q9C0H9 SRCN1_HUMAN Homo
sapiens

SRC
kinase
signaling
inhibitor
1

23.314564 T643;S646 S13;S18;S45;T52;S53;S64;S143;S16
5;S169;S179;S225;T241;S298;S307;
S324;S343;S362;S364;T396;S493;S
496;S500;S503;S513;S515;S517;S5
22;S598;S621;T624;T637;S844;S85
7;S866;T884;S987;S1043;S1060

30379171;28657654;38253038 MGNAPSQDPERSSPPMLSADDAEYP
REYRTLGGGGGGGSGGRRFSNVGL
VHTSERRHTVIAAQSLEALSGLQKA
DADRKRDAFMDHLKSKYPQHALAL
RGQQDRMREQPNYWSFKTRSSRHT
QGAQPGLADQAAKLSYASAESLETM
SEAELPLGFSRMNRFRQSLPLSRSA
SQTKLRSPGVLFLQFGEETRRVHITH
EVSSLDTLHALIAHMFPQKLTMGML
KSPNTAILIKDEARNVFYELEDVRDI
QDRSIIKIYRKEPLYAAFPGSHLTNG
DLRREMVYASRESSPTRRLNNLSPA
PHLASGSPPPGLPSGLPSGLQSGSPS
RSRLSYAGGRPPSYAGSPVHHAAER
LGGAPAAQGVSPSPSAILERRDVKPD
EDLASKAGGMVLVKGEGLYADPYGL
LHEGRLSLAAAAGDPFAYPGAGGLY
KRGSVRSLSTYSAAALQSDLEDSLYK
AAGGGGPLYGDGYGFRLPPSSPQKL
ADVAAPPGGPPPPHSPYSGPPSRGSP
VRQSFRKDSGSSSVFAESPGGKTRS
AGSASTAGAPPSELFPGPGERSLVGF
GPPVPAKDTETRERMEAMEKQIASL
TGLVQSALLRGSEPETPSEKIEGSNG
AATPSAPCGSGGRSSGATPVSGPPPP
SASSTPAGQPTAVSRLQMQLHLRGL
QNSASDLRGQLQQLRKLQLQNQES
VRALLKRTEAELSMRVSEAARRQED
PLQRQRTLVEEERLRYLNDEELITQQ
LNDLEKSVEKIQRDVSHNHRLVPGP
ELEEKALVLKQLGETLTELKAHFPGL
QSKMRVVLRVEVEAVKFLKEEPQRL
DGLLKRCRGVTDTLAQIRRQVDEGV
WPPPNNLLSQSPKKVTAETDFNKSV
DFEMPPPSPPLNLHELSGPAEGASL
TPKGGNPTKGLDTPGKRSVDKAVSV
EAAERDWEEKRAALTQYSAKDINRL
LEETQAELLKAIPDLDCASKAHPGPA
PTPDHKPPKAPHGQKAAPRTEPSGR
RGSDELTVPRYRTEKPSKSPPPPPPR
RSFPSSHGLTTTRTGEVVVTSKKDSA
FIKKAESEELEVQKPQVKLRRAVSEV
ARPASTPPIMASAIKDEDDEDRIIAEL
ESGGGSVPPMKVVTPGASRLKAAQG
QAGSPDKSKHGKQRAEYMRIQAQQ
QATKPSKEMSGSNETSSPVSEKPSA
SRTSIPVLTSFGARNSSISF

None None None None None None None None


