UniprotKB Entry name |organism full oglcnacscore oglcnac ‘p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
Q9CAF4 NUP1_ARATH |Arabidopsis Nuclear [27.144759 NaN NaN 28154133 MASAARGESSNPYGGGLGTGGKFR |None None None |[None None None None None None
thaliana pore KPTARRSQKTPYDRPTTSVRNAGLG
complex GGDVRGGGWLSKLVDPAQRLITYSA
protein QRLFGSLSRKRLGSGETPLQSPEQQ
NUP1 KQLPERGVNQETKVGHKEDVSNLS

MKNGLIRMEDTNASVDPPKDGFTD
LEKILQGKTFTRSEVDRLTTLLRSKA
ADSSTMNEEQRNEVGMVVRHPPSH
ERDRTHPDNGSMNTLVSTPPGSLRT
LDECIASPAQLAKAYMGSRPSEVTPS
MLGLRGQAGREDSVFLNRTPFPQKS
PTMSLVTKPSGQRPLENGFVTPRSR
GRSAVYSMARTPYSRPQSSVKIGSLF
QASPSKWEESLPSGSRQGFQSGLKR
RSSVLDNDIGSVGPVRRIRQKSNLSS
RSLALPVSESPLSVRANGGEKTTHTS
KDSAEDIPGSSFNLVPTKSSEMASKI
LQQLDKLVSTREKSPSKLSPSMLRG
PALKSLQNVEAPKFLGNLPEKKANS
PDSSYQKQEISRESVSREVLAQSEKT
GDAVDGTSKTGSSKDQDMRGKGVY
MPLTNSLEEHPPKKRSFRMSAHED
FLELDDDLGAASTPCEVAEKQNAFE
VEKSHISMPIGEKPLTPSEAMPSTSY
ISNGDASQGTSNGSLETERNKFVAF
PIEAVQQSNMASEPTSKFIQGTEKSS
ISSGKPTSEEKRIPLEEPKKPAAVFPN
ISFSPPATGLLNQNSGASADIKLEKT
SSTAFGVSEAWAKPTESKKTFSNSA
SGAESSTSAAPTLNGSIFSAGANAVT
PPPSNGSLTSSPSFPPSISNIPSDNSV
GDMPSTVQSFAATHNSSSIFGKLPT
SNDSNSQSTSASPLSSTSPFKFGQPA
APFSAPAVSESSGQISKETEVKNATF
GNTSTFKFGGMASADQSTGIVFGAK
SAENKSRPGFVFGSSSVVGGSTLNP
STAAASAPESSGSLIFGVTSSSTPGTE
TSKISASSAATNTGNSVFGTSSFAFT
SSGSSMVGGVSASTGSSVFGFNAVS
SASATSSQSQASNLFGAGNAQTGNT
GSGTTTSTQSIPFQFGSSPSAPSFGL
SGNSSLASNSSPFGFSKSEPAVFTSV
STPQLSSTNSSASSSSTMSSPLFGTS
'WQAPNSSPNSGPVFSSSFTTSSTPTT
FSFGGSSAATVSSTTTPIFGASTNNT
PSPSPIFGFGSTPPTTPQQPVFGNSG
TPSQSLFGNSTPGFAFGAPNNGNGI
NNNQQVSMEDSMAEDTDQANRAS
MVAPMFGQAAVSMPQPNFAFGGGA
ATQPPSMANPFQFGGQPMASTLQN
IASPFQASQSLEFQGGGSFSLGSTGG
GDKSGRRIFKAKKSTRKK




