UniprotKB Entry name |organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi

ID sites sites reticulum apparatus membrane

Q9CPPO NPM3_MOUSE Mus Nucleoplasmin- [34.423423 NaN S16;S147;S151  [21540332;25153642;28135057;285 [MAAGAAAALAFLNQESRARAGGVG [None None None [None |None None None None
musculus |3 28544

GLRVPAPVTMDSFFFGCELSGHTRS
FTFKVEEEDDTEHVLALNMLCLTEG
ATDECNVVEVVARDHDNQEIAVPVA
NLRLSCQPMLSVDDFQLQPPVTFRL
KSGSGPVRITGRHQIVCINNDLSEEE
SDDESEEDEIKLCGILPAKKHRGRP




